Supplementary Fig 1. Heatmap of pathway intersection (with 2 or more miRNAs) of DE-miRNAs

Color Key

—

15 10 5
Logip value)

Fatty acid metaboiism
Fatty acid biosynthesis

ECH.receplor interaction

Prion gisassas

Lysine degradatian

Protain processing in endopiasmi reticulum

Cellcycle

P33 signaling patfrmay

Hinpo signaling paitay

Adherens junction

Bacterial invasion of cpthelel cells

Ubiquitin mediated proteséysis

Proteogiycans in cancer

Pothways in cancer

Calorectal cancer

liama

Bladder cancer

Chransc myelod leskemia

Prastata cancer

Thyroid harmane signaling pathmay
Central carban metabsism in cancer

Fax0 signaling pathway

Renal cell carcinama

Pancreatic cancer

Won-smal cel king cancer

hsami1382 3pMarbase
hea-miR-138-2-3piTarbase
heami-345-SplTarbaze

hsa mik 223 Sp{Tarbase
hea miR25-SplTarbase

haamiR4235plTarbese
hsamR-15aSplTarbese
heamiRa23-3piTarosse
b miRB52 SplTarbese
hsamiR-3ae 3 Tarbase

haa iR 9261 p[Torbase
hsamiR500a-3pTarbase
healetTh-3plTorbase
218 5plTarbase

375[Tarbase
1386-3p[Tarbase
1415p[Tarbase

b miR502 SplTarbese
hsamIR-1810-3p[Tartase
heamiR532.5plTaroase
haa iR 5204 Torbase:

heamiR 3782 3pTarbnse
hsamR101 3piTarbase

feamiR 208 SplTaroase

haa mR362 IplTarbese

hsa MR8 S Tartase
ha ot Th ol Tarbase

haamR20a SplTartese
tsamR-18aSpTamase
heamiR126 SplTarmese
hsamiR2s SplTarbase
hsamiR3045plTaroase
haamiR-30a 5p/Tarbese

hsa miR 155 Sp{Tarbase

hsa-miR-153-5p(Tarbase
hsamiR130a.3p[Torbase

hsamiR 276 SplTarbese
heamiR-1300-3p/Tartase
haamiR2%0 3plTarbese
hsa iR 304 3p/Taroase
heamiR-30a-3plTarbase



Supplementary Tablel. 67 differentially expressed genes and their associated with clinical parameters and patient subgroups

two-tailed tttest fold
Genename Gene ID  p-value(Age)* p-value(Gender)* p-value(Smoking)* p-value(ClusterII/  change(Cluster I/

I)# I)#
VIPR1 7433 0.126177 0.136686 0.344265 1.17E-15 -2.49
SLC6A4 6532 0.385541 0.041142 0.118514 2.08E-17 -5.47
NECABI1 64168 0.685413 0.332522 0.739776 2.20E-08 -1.56
LEPREL1 55214 0.654459 0.263689 0.322482 1.20E-14 -2.1
ITLN2 142683 0.006581 0.244348 0.616338 4.51E-08 -1.44
HSD17B6 8630 0.206396 0.029763 0.31042 3.74E-05 -1.56
HHIP 64399 0.241573 0.068495 0.13725 3.20E-12 -2.3
GALNT18 374378 / / / / /
CRTAC1 55118 0.444776 0.043385 0.0983701 0.000207 -1.37
BTNL9 153579 0.019168 0.112721 0.636179 / /
ZNF521 25925 0.142374 0.828389 0.39197 / /
TRIM2 23321 0.794137 0.625703 0.729964 6.12E-15 1.58
TP63 8626 0.774225 0.585081 0.855383 1.44E-22 2.43
TNC 3371 0.010034 0.016104 0.216074 / /
TMPRSS4 56649 0.154469 0.219443 0.485892 6.85E-26 3.31
THY1 7070 0.177 0.186278 0.398847 / /
TGFB3 7043 0.087113 0.322016 0.52223 / /
TDO2 6999 0.014915 0.022895 0.390169 / /
SULF1 23213 0.629003 0.160292 0.90913 / /
SPP1 6696 0.031183 0.013325 0.863561 1.66E-17 6.4
SIX4 51804 0.600289 0.211946 0.955197 5.43E-28 2.27
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* Data came from reference(14) Supplemental Table S2. Transcripts that differentiate IPF/UIP from controls at 5%FDR
# Data came from reference(14)Supplemental Table S3. Transcripts in cluster A with statistics for expression levels in clusters

I and I1I.




Supplementary Table 2. 17 microRNAs and their target genes existed in DEGs of three common mRNA datasets

microRNA LogFc Target
hsa-let7b-5p -1.0305441 CLDN1 COL15A1 COL1A1 COL3A1 ITGB8 LRRC17
hsa-mir-29a-3p -1.2426434 CLDN1 COL15A1 COL1A1 COL3A1 DIO2
hsa-mir-19b-3p -1.285607 TRIM2 SIX4 ZNF521 IGF1 ITGB8 FAMS83D
hsa-mir-15a-5p -1.274762 TRIM2 SIX4 LEPREL1
hsa-mir-15b-5p -1.5444445 TRIM2 SIX4 LEPREL1
hsa-mir-130-3p -1.6770333 TRIM2 IGF1 ITGB8
hsa-mir-130b-3p -1.0770705 TRIM2 IGF1 ITGB8
hsa-mir-181-5p -1.1743572 TRIM2 ITGB8
hsa-mir-18a-5p -1.4527038 TRIM2 PSD3
hsa-mir-30a-5p -1.3923532 ZNF521 SIX4
hsa-mir-30d-3p -1.3825413 ZNF521 SIX4
hsa-mir-92a-3p -1.0715239 ZNF521 PCDH7
hsa-mir-193a-3p -1.6402524 SIX4 DIO2
hsa-mir-20a-3p -1.1021217 ITGB8
hsa-mir-25-3p -1.1558484 PCDH7
hsa-mir-320d -1.1324349 CDH2
hsa-mir-425-5p -1.147462 TNC




Supplementary Table 3. The 17 differentially expressed genes that can be regulated by dysfunctional miRNAs of GSE32538 datasets.

Gene name PPI-degree MiRNA Logre
GSE32537 GSE53845 GSE10667

COL1Al 15 2 1.7733242 2.0907325 3.1987429
COL3Al 11 2 1.6166588 1.8811475 2.9565792
TNC 8 1 1.4030198 1.8460075 1.2676364
ITGB8 6 6 1.1520938 1.295175 1.1381997
COL15A1 4 2 1.3335039 1.9484725 1.5684563
CDH2 3 1 1.2781973 1.351365 2.7343814
IGF1 3 3 1.0380336 1.3539825 2.8572972
ZNF521 2 4 1.0190914 1.274905 1.0913039
CLDN1 0 2 1.5182668 2.335575 1.6341026
LRRC17 0 1 1.5244737 1.5028925 2.1294655
DIO2 0 2 1.2931864 2.757095 2.9104809
FAMS83D 0 1 1.226981 1.47853 2.5953808
SIX4 0 6 1.1132993 1.26075 2.8027957
TRIM2 0 7 1.0588409 1.116125 1.2121226
LEPREL1 0 2 -1.155286 -1.477928 -1.194345
PSD3 0 1 1.0770657 1.0512575 1.1602056
PCDH7 0 2 1.0227611 1.1901525 1.3005977







